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Analisis de Cebadores - Periodo: 2018, Mes: todos los meses Puntaje total: 0.99

Mejor Set: 1) Gonzalez-Barrios et al. 2017. Ref. 01.

Espaciamiento directo-reverso: 94 bases

Posicién: 19-36 | Identidad: 97.78% | Puntaje: 17.60

Comparacién con secuencia consenso:
Consenso: ATGGCGTCTCAAGGCACC

FEEETEEE- T
Di rect o: ATGGCGTCBCAAGGCACC

Posicion: 131-152 | Identidad: 100.00% | Puntaje: 22.00

Comparacion con secuencia consenso:
Consenso: GATTCTACATCCAAATGTGCAC

RERRRRARERRRRRRARERER
Rever so: GATTCTACATCCAAATGIGCAC

Secuencia Consenso Completa:

ATGAGTGACATCGAAGCCHTCEEETCHEANEEEREE A A CGATCATATGAACAAATGGAGACTGGTGGGGAGCGCCAGGA
TACCACAGAAATCAGAGCATCTGTTGGAAGAATGATTGGTGGAAT CGGGA BN EHEERE ™ cAACTAA
AACTCAGTGATTATGATGGACGACTAATCCAGAATAGCATAACAATAGAGAGGATGGTGCTTTCTGCTTTTGATGAGAGA
AGAAATAAATACCTAGAAGAGCATCCAAGTGCTGGGAAGGACCCTAAGAAAACAGGAGGACCCATCTATAGAAGAATAGA
CGGAAAATGGACGAGAGAACTCATCCTTTATGACAAAGAAGAAATAAGGAGAGTTTGGCGCCAAGCAAACAATGGCGAAG
ATGCAACAGCAGGTCTTACTCATATCATGATTTGGCATTCCAATCTGAATGATGCCACATATCAGAGGACAAGAGCACTT
GTTCGCACTGGAATGGATCCCAGAATGTGCTCTCTAATGCAAGGTTCAACACTTCCCAGGAGGTCTGGTGCCGCAGGTGC
TGCAGTAAAAGGAGTTGGAACAATAGCTATGGAGTTAATCAGAATGATAAAACGT GGAATCAATGACCGAAATTTCTGGA
GGGGTGAAAATGGACGAAGGACAAGAGTTGCTTATGAAAGAATGTGCAATATCCTCAAAGGAAAATTTCAAACAGCTGCC
CAGAGGGCAATGATGGATCAAGTAAGAGAAAGTCGAAACCCAGGAAACGCTGAGATTGAAGACCTCATTTTCCTGGCACG
GTCAGCACTCATTCTGAGAGGATCAGTTGCACATAAATCCTGCCTGCCTGCTTGTGTGTATGGGCTTGCAGTAGCAAGTG
GCCATGACTTTGAAAGGGAAGGGTACTCACTGGTCGGGATAGACCCATTCAAATTACTCCAAAACAGTCAAGTGGTCAGC
CTGATGAGACCAAATGAAAATCCAGCTCACAAGAGTCAATTGGTATGGATGGCATGCCACTCTGCTGCATTTGAAGATTT

1041 AAGAGTATCAAGTTTCATAAGAGGAAAGAAAGTGATCCCAAGAGGAAAGCTTTCCACAAGAGGGGTTCAGATTGCTTCAA
1121 ATGAGAATGTGGAAACCATGGACTCCAATACCCTGGAACTAAGAAGCAGATACTGGGCCATAAGAACCAGGAGT GGAGGA
1201 AATACCAATCAACAGAAGGCATCCGCAGGCCAGATCAGTGTGCAGCCTACATTCTCAGTGCAGCGAAATCTCCCTTTTGA
1281 AAGAGCAACCGTTATGGCAGCATTCAGCGGGAACAATGAAGGACGGACATCCGACATGCGAACAGAAGTTATAAGAATGA
1361 T GGAAAGTGCAAAGCCAGAGGATTTGTCCTTCCAGGGGCGGGGAGTCTTCGAGCTCTCGGACGAAAAGGCAACGAACCCG
1441 ATCGTGCCTTCCTTTGACATGAGTAATGAAGGGTCTTATTTCTTCGGAGACAATGCAGAGGAGTATGACAATTGA



